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G e n S ea rChNGS MOLECULAR GENETICS MADE EASY

Drowning under NGS/'data?
Juggling with difficult and comple)k

software to browse through huge
amounts of data, searching for
clinically relevant variants?
You want:

User friendly software capable of managing patient

centric data?
Intelligent variant detection and filtering system?

Variant consequence prediction support?
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Manage your own variant database,
integrated in a DNA sequence analysis software?

To look up various public database such as LOVD,

UMD, Ensembl?
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